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ABSTRACT

The Eastern African populations of the Trachylepis maculilabris species complex, long recognized as a molecularly distinct but taxonomically 
unresolved lineage, are formally described as a new species, Trachylepis farooqii. A total of 386 specimens of the T. maculilabris complex from 
across its known range were morphologically examined, and 214 Trachylepis specimens were included in the molecular phylogeny. Phylogenetic 
analysis using mitochondrial (16S and ND2) and nuclear (RAG1) genes recovered the East African populations as a separate lineage. The East 
African populations also showed a high degree of genetic distance for the 16S, ND2, and RAG1 genes when compared to the most genetically 
similar species. Haplotype network analysis revealed a clear geographic structuring of haplotypes across regions, with the new species described 
here restricted to Eastern Africa. Trachylepis farooqii, sp. nov., can be distinguished phenotypically from Trachylepis maculilabris (Gray, 1845) by 
usually having orange dorsolateral bands. The morphological assessments align with the molecular phylogeny and provide robust evidence for the 
designation of those Eastern African populations as a new species, increasing the number of Trachylepis species in Mozambique to 15.

Key Words: cryptic diversity, East Africa, phylogenetics, systematics, taxonomy, Trachylepis farooqii, sp. nov.

INTRODUCTION

The speckled-lipped skink, Trachylepis maculilabris
(Gray, 1845), is one of the most widespread members of 
its genus in continental Africa, with populations occur-
ring from west and central to coastal South-Eastern Africa 
(Mausfeld-Lafdhiya et al. 2004; Ceríaco et al. 2016, 2024; 
Allen et al. 2019). The species was originally described 
by Gray (1845) based on a specimen from “West Africa” 
(Fig. 1), and its taxonomic and nomenclatural history is 
considerably complex (see Broadley 1974a, 2000; Hoog-
moed 1974; Ceríaco et al. 2016). Populations of morpho-
logically similar skinks in the Indian Ocean islands, as 
well as those in the Atlantic Ocean islands of São Tomé 
and Príncipe, have been associated with T. maculilabris
in the past, either being described as subspecies, or con-
sidered conspecific or closely related. In the Indian Ocean 
islands group, Trachylepis comorensis (Peters, 1854) from 
the Comoro Islands and Madagascar was considered as a 
subspecies of T. maculilabris by Broadley (1974a). Simi-
larly, the Pemba and Mesale Islands endemic Trachylepis 
albotaeniata (Boettger, 1913) and the Europa Island en-
demic Trachylepis infralineata (Boettger, 1913), were also 
considered as subspecies of T. maculilabris by Broadley 
(1974a). In the same publication, Broadley (1974a) de-
scribed Mabuya [=Trachylepis] maculilabris casuarinae, 
endemic to Casuarina Island, off the north Mozambique 
coast. Recent works have shown that all of these taxa, even 
if being part of a clade containing the continental popula-
tions of T. maculilabris, are taxonomically distinct from 
the continental ones (Broadley 2000; Mausfeld-Lafdhiya 
et al. 2004; Rocha et al. 2010; Lima et al. 2013; Ceríaco 
et al. 2016, 2024; Weinell et al. 2019; however, see San-
chez et al. 2019, who continue to consider T. infralineata
as a subspecies of T. maculilabris). In the Atlantic Ocean, 
the São Tomé and Príncipe Islands populations were also 
considered part of T. maculilabris (see Jesus et al. 2005; 
Rocha et al. 2010), until Ceríaco (2015) and Ceríaco et 
al. (2016, 2020) elevated them to specific status as Tra-
chylepis adamastor Ceríaco, 2015, on Príncipe Island and 
Tinhosa Grande Islet, and Trachylepis thomensis Ceríaco, 
Marques, and Bauer, 2016, on São Tomé Island and its sur-
rounding islets. 

The taxonomic and nomenclatural history of continen-
tal T. maculilabris is also complex. In the second half of 

the nineteenth century, Bocage (1866) described Euprepes 
anchietae Bocage, 1866, from the Cabinda enclave in An-
gola, while Peters (1879) described Euprepes notabilis
Peters, 1879, based on specimens from Cabinda Province 
and Central Angola. These names quickly fell into the syn-
onymy of T. maculilabris (see Bocage 1895; Marques et 
al. 2018) and were mostly forgotten. In a recent taxonomic 
revision of the Trachylepis of Angola, Ceríaco et al. (2024) 
designated a neotype for Euprepes anchietae (synonymiz-
ing it with T. maculilabris), but revalidated Trachylepis 
notabilis (Peters, 1879) as a valid species. 

In the early twentieth century, Sternfeld (1911) de-
scribed a species from East Africa that he named Mabuya 
diesneri boulengeri Sternfeld, 1911. The species would be 
considered as a subspecies of T. maculilabris by Loveridge 
(1942, 1953, 1957) until Broadley (1974a) elevated it to 
a full species, a decision that has been accepted and con-
firmed by all the subsequent authors who have dealt with the 
species (Broadley 2000; Weinell et al. 2019; Ceríaco et al. 
2024). Later, based on several specimens from northeast-
ern Democratic Republic of the Congo, Sternfeld (1913) 
described Mabuia maculilabris major. Sternfeld’s (1913) 
work has been signaled as problematic by authors such as 
Bauer et al. (2003) and Ceríaco et al. (2016), as the author 
proceeded to describe several varieties of his newly coined 
subspecies, none of which are nomenclaturally available. 
The issues regarding Sternfeld’s (1913) description will be 
discussed elsewhere (Ceríaco et al. in prep.). Adding to 
these nomenclatural conundrums, Mausfeld-Lafdhiya et 
al. (2004) provided the first molecular evidence supporting 
the separation of continental T. maculilabris in two main 
groups, the Eastern African populations and the west Afri-
can nominotypical form. The authors opted not to take any 
taxonomic decision and left the putative new species from 
East Africa unnamed. Several studies confirmed the initial 
evidence put forward by Mausfeld-Lafdhiya et al. (2004). 
Rocha et al. (2010) highlighted the cryptic diversity within 
the T. maculilabris complex, identifying at least three dis-
tinct lineages: one occurring on the islands of São Tomé 
and Príncipe, a second in West Africa, and a third in East 
Africa. Ceríaco et al. (2016) also noted this differentiation, 
referring to these populations as the “western-African lin-
eage” or “typical maculilabris” and the “eastern-African 
lineage.” Weinell et al. (2019) found T. maculilabris to be 
paraphyletic in their maximum likelihood phylogeny, with 
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one clade comprising populations from Gabon and Ango-
la, and another clade represented by populations from Ma-
lawi. Ceríaco et al. (2024) reaffirmed the cryptic diversity 
of the T. maculilabris complex, identifying “Trachylepis
maculilabris 1” as a clade containing the Malawian popu-
lation and “Trachylepis maculilabris 2” as a clade contain-
ing the West African populations. Subsequent authors who 
have referred to this population also refrained from nam-
ing it and continued to call it T. maculilabris (see Spawls 
et al. 2002, 2018, 2023; Branch et al. 2005; Carretero et 
al. 2005; Malonza et al. 2006, 2011, 2018; Goldberg 2009; 
Largen and Spawls 2010; Jungnickel 2012; Conradie et 
al. 2016; Weinell et al. 2019; Buruwate and Lloyd-Jones 
2024; Ceríaco et al. 2024). Regarding the Central and West 
African T. maculilabris (i.e., the nominotypical form), Al-
len et al. (2019) found considerable levels of cryptic mo-
lecular diversity which may warrant a specific taxonomic 
status. 

With all taxonomic and nomenclatural issues affect-
ing Atlantic and Indian Ocean islands taxa mostly solved 
and recent advances in our taxonomic understanding and 
the nomenclatural standing of the continental populations, 
three main cases remain to be addressed in the T. maculi-

labris species complex. These are: (1) the taxonomic sta-
tus of the cryptic diversity found by Allen et al. (2019) 
in the West and Central African populations; (2) the rela-
tionship between Sternfeld’s (1913) M. maculilabris ma-
jor and these populations; and (3) the taxonomic status of 
Mausfeld-Lafdhiya et al.’s (2004) Eastern African lineage. 
It can already be proposed that Sternfeld’s M. maculilabris
major is related to what is currently construed as the nomi-
notypical form of T. maculilabris (i.e., West and Central 
African populations), and thus may be applicable to one of 
the lineages found by Allen et al. (2019), but it is not ap-
plicable to the Eastern African populations (Ceríaco et al. 
in prep.). Thus, there are no other available names that can 
be applied to the Mausfeld-Lafdhiya et al. (2004) Eastern 
African lineage were it to be elevated to specific status. As 
part of an ongoing revision of the T. maculilabris species 
complex, we here review the taxonomy of the East Afri-
can populations. The recent collection of new specimens 
in northern Mozambique allowed us to combine the gath-
ered morphological data with newly generated molecular 
data to better explore the taxonomic identity of this Eastern 
African form.

Fig. 1.––Holotype of Trachylepis maculilabris (BMNH 1946.8.18.17) from “West Africa.” Photos by Patrick Campbell.
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MATERIAL AND METHODS

Specimen collection and sampling.––Specimens collect-
ed for this study were fixed in the field with 10% buffered 
formalin and transferred to 70% ethanol for long term pres-
ervation. Liver tissue was removed before formalin fixa-
tion and preserved in 96–100% ethanol and subsequently 
transferred to 95% ethanol for storage. For mensural and 
meristic comparisons, we examined 386 specimens of 
Trachylepis species (including type specimens of the T. 
maculilabris species complex, namely T. maculilabris
— BMNH 1946.8.18.17 [fig. 1]; T. adamastor — IICT/R 
2/1970; T. casuarinae — NMZB-UM 24077; T. como-
rensis — ZMB 4982; T. notabilis — ZMB 9204, T. prin-
cipensis — MUHNAC/MB03-000957; and T. thomensis
— MUHNAC/MB03-000712) deposited in the collections 
of the Natural History Museum (BMNH), London, UK; 
the Instituto de Investigação Científica Tropical (IICT), 
Lisboa, Portugal; the Museum of Comparative Zoology 
(MCZ), Harvard University, Cambridge, USA; the Museu 
de Zoologia da Universidade de São Paulo (MZUSP), São 
Paulo, Brazil; the Carnegie Museum of Natural History 
(CM), Pittsburgh, USA; the Muséum national d’Histoire 
naturelle (MNHN-RA), Paris, France; the Museu Nacional 
de História Natural e da Ciência da Universidade de Lisboa 
(MUHNAC), Lisboa, Portugal; the Natural History Mu-
seum of Zimbabwe (NMZB and NMZB-UM), Bulawayo, 
Zimbabwe; the Museum für Naturkunde (ZMB), Berlin, 
Germany; and Ditsong National Museum of Natural His-
tory (TM), Pretoria, South Africa (for a detailed list see 
respective taxonomic accounts and Appendices 1 and 2). 
Specimens listed with the acronym KMH (Kim Howell 
field series) and AJL are deposited in NMZB. Additional 
specimens were also examined but only to confirm spe-
cific identity (Appendix 2). Information on morphological 
characters of species and/or type material that could not be 
examined, as well as supplementary data for all East Af-
rican Trachylepis species, was obtained from the relevant 
literature (e.g., Boulenger 1887; Boettger 1913; Schmidt 
1919; Laurent 1947, 1954, 1964; Broadley 1974a, 1974b, 
2000; Hoogmoed 1974; Branch 1998; Spawls et al. 2002, 
2018, 2023; Ceríaco 2015; Ceríaco et al. 2016, 2024; Allen 
et al. 2017; Weinell and Bauer 2018; Pietersen et al. 2021). 
Locality data for examined specimens are reported in deci-
mal degrees using the WGS-84 map datum.

Molecular methods.–– DNA from new samples obtained 
in Mozambique was extracted following the protocol de-
scribed in Fetzner (1999). Polymerase chain reactions 
(PCR) were performed to amplify portions of two mito-
chondrial loci and one nuclear locus commonly used in 
systematic studies. Mitochondrial loci included 16S ri-
bosomal RNA (16S) and a locus containing the protein-
coding gene NADH dehydrogenase subunit 2 (ND2); the 
nuclear locus was the recombination activation protein 1 
(RAG1). Thermocycler profiles (PCR) and primers (PCR 
and sequencing) were the same as described in Weinell et 

al. (2019). Purification of PCR products was performed 
with Exonuclease I and Shrimp Alkaline Phosphatase 
(Thermo Fisher Scientific Inc.). Both strands of each frag-
ment were sequenced using the BigDye Terminator 3.0 
cycle Sequencing kit (Applied Biosystems) according to 
manufacturer’s protocol. PCR products were sequenced at 
Instituto de Ciências Biomédicas da Universidade de São 
Paulo (São Paulo, Brazil). Novel sequences obtained in 
this study were deposited in GenBank.

We used Geneious v11.0.2 to de novo assemble and 
edit novel sequences. We downloaded the sequences of 
RAG1, ND2, and 16S available on GenBank for the fol-
lowing ingroup taxa:  T. maculilabris, T. thomensis, T. 
sechellensis (Duméril and Bibron, 1839), T. wrightii (Bou-
lenger, 1887), T. affinis (Gray, 1838), T. comorensis, T. 
adamastor, T. notabilis, T. quinquetaeniata (Lichtenstein, 
1823), T. paucisquamis (Hoogmoed, 1978), T. polytropis 
(Boulenger, 1903), T. margaritifer (Peters, 1854), and T. 
atlantica (Schmidt, 1945) (Supplementary Table S1). We 
included Chioninia delalandii (Duméril and Bibron, 1839) 
as outgroup, as previous analysis recovered this lineage 
outside Trachylepis (Karin et al. 2016). We aligned each 
gene individually using MAFFT v7.310 (Katoh and Stand-
ley 2013), which was associated with TranslatorX (Abas-
cal et al. 2010) in the case of protein-coding genes (ND2 
and RAG1) to prevent shift in the reading frame. As se-
quence lengths were not standardized, the iterative refine-
ment algorithm L-INS-i was chosen as it is recommended 
for sets of sequences with conserved domains and large 
gaps (Katoh et al. 2005). We checked the alignments using 
SeaView v4 (Gouy et al. 2010), translating protein-coding 
sequences to check for early stop codons. Sequences that 
disturbed the alignment were excluded and the remaining 
sequences realigned. For each locus, we calculated both the 
pairwise distances between each pair of individuals and the 
mean distance between groups of species using MEGA11 
(Tamura et al. 2021). We used the p-distance method mod-
eled with a gamma distribution, and all positions with less 
than 95% site coverage were eliminated.

To estimate phylogenetic relationships of the putative 
new species under maximum likelihood (ML), we concat-
enated single-locus alignments using SeqKit2 (Shen et al. 
2024) and inferred a phylogeny with the final matrix (214 
terminals and 2751 bp) using IQTREE v1.6.12 (Nguyen 
et al. 2014). We partitioned sites by locus and, for protein-
coding genes, also by codon positions. The best-fit substi-
tution models, including FreeRate model, were estimated 
for each partition using ModelFinder (Kalyaanamoorthy et 
al. 2017; Table 1). We combined both ultrafast bootstrap 
and SH-aLRT to assess branch support, each with 1,000 
replicates, and we considered a clade to be reliable if UF-
Boot ≥ 95% and SH-aLRT ≥ 80% (Guindon et al. 2010; 
Minh et al. 2013). To better understand the relationship be-
tween populations within the T. maculilabris species com-
plex, we inferred haplotype networks from the three genes 
(16S, ND2, and RAG1) using the TCS method (Clement et 
al. 2002), as implemented in POPART v.1.7 (Leigh et al. 
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2015). The 16S network included 101 sequences, followed 
by RAG1 with 66 and the ND2 included 59.

Morphological methods.––Specimens were measured 
with a digital caliper to the nearest 0.1 mm, while lepidosis 
was observed with the help of a stereomicroscope. Scale 
nomenclature, scales counts, and measurements used in 
the descriptions follow Broadley (2000), Ceríaco (2015), 
Ceríaco et al. (2016, 2024), and Marques et al. (2019). We 
measured the following 21 characters: snout–vent length 
(SVL), from tip of snout to the vent; tail length (TL), from 
cloaca to tip of tail, measured only in specimens with com-
plete, original tails; head height (HH), from the underside 
of jaw to the top of head; head length (HL), from tip of 
snout to anterior tympanum border; head width (HW), 
from the lateral edge of the left parietal to the lateral edge 
of the right parietal, above the eyes; eye–nostril distance 
(EN), from the anterior edge of the eye to the posterior 
nostril border; eye–snout distance (ES), from the anterior 
edge of the eye to the tip of snout; inter-nostril distance 
(IN), corresponding to minimum distance between the 
nostrils; number of scale rows at midbody (MSR); number 
of scales dorsally (SAD), from the nuchal (excluded from 
count) to base of the tail (above cloacal slit); number of 
scales ventrally (SAV), from the mental (excluded from 
count) to cloacal slit; number of subdigital lamellae under 
Finger-IV (LUFF); number of subdigital lamellae under 
Toe-IV (LUFT); number of supraciliaries (SC); number of 
supralabials (SL), with those widened in subocular posi-
tion indicated between brackets; type of contact between 
parietals (CP); contact between frontoparietals (CFP); 
contact between supranasals (CSN); contact between pre-
frontals (CPF); number of keels on dorsal scales (KDS); 
and type of plantar scales (PS), keeled, smooth or spinose. 
Coloration patterns were reported, and high-resolution 
photographs of preserved specimens were taken. Mea-
sured and scale counted specimens are noted under “Ma-
terial examined” section in the respective taxonomic ac-
counts. Specimens physically examined (but not measured 
or scale counted), either directly by the authors, through 
photos, or by colleagues and whose taxonomic identifica-

tion was unambiguous, are listed under “Additional mate-
rial” section in the respective taxonomic accounts.

RESULTS

Phylogenetic relationships.––In our concatenated ML 
phylogeny (Fig. 2), most species were recovered as mono-
phyletic, with only T. polytropis and T. comorensis as para-
phyletic. Trachylepis atlantica was recovered as a strongly 
supported monophyletic group (99.7 SH-aLRT/100 UF-
Boot) sister to another well supported clade comprising T. 
quinquetaeniata and T. margaritifer (90.6/99). In a recent 
phylogeny for the genus Trachylepis, Weinell et al. (2019) 
recovered T. atlantica as sister to a clade containing sev-
eral species of the maculilabris group. This difference may 
be due to the use of nine markers to infer the phylogeny, 
whereas in the present study we chose to include only 
the genes available for the East African T. maculilabris. 
This is corroborated by the tree of Ceríaco et al. (2024), 
which recovered the same relationships of T. atlantica as 
in the present work, using the same three genes. Trachy-
lepis quinquetaeniata and T. margaritifer were both re-
covered as monophyletic with high support (99.3/100 and 
86/100, respectively). The monophyletic T. paucisquamis
(91.3/100) and T. affinis (100/100) were recovered as sister 
groups. The clade comprising T. polytropis and T. notabi-
lis was highly supported (96.8/96). However, T. polytropis
was recovered as paraphyletic with respect to T. notabilis. 
Trachylepis wrightii and T. sechellensis formed a strong-
ly supported clade (99/100) sister to the T. maculilabris
group.

Within the T. maculilabris species complex, we re-
covered a strongly supported clade (92.9/98) comprising 
seven individuals from East Africa (Tanzania, Malawi, and 
Mozambique). Two Malawian individuals were recovered 
as sister groups with high support (91.6/100) and the three 
individuals from Mozambique formed a clade. The Tan-
zanian specimen was recovered as sister to a clade com-
prising the sequences from Mozambique and Malawi. This 
East Africa lineage was found as the sister group of the rest 
of the T. maculilabris group with high support (98.9/100).

Table 1. Best-fit substitution models estimated with ModelFinder for each gene and codon position. Rate heterogeneity coded as 
follows: proportion of invariable sites allowed (+I), discrete Gamma model with 4 rate categories (+G4), FreeRate model with 2 

rate categories (+R2).

Model/Gene 16S ND2
1st

ND2
2nd

ND2
3rd

RAG1
1st

RAG1
2nd

RAG1
3rd

Substitution model TIM2 TPM3 TN TIM2 HKY HKY TNe

Rate heterogeneity +I+G4 +G4 +G4 +R2 +I +I +R2
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Fig. 2.––Maximum likelihood concatenated phylogeny of Trachylepis based on 16S, ND2, and RAG1 genes, with emphasis on the T. maculilabris
group. SH-aLRT/UFBoot support values greater than 80/95 are displayed next to nodes. The Eastern African clade is highlighted in gray. Clades with 
triangles were collapsed for clarity.
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Trachylepis thomensis was recovered with strong support 
(99.8/100) and as sister group of the remainder T. maculi-
labris species complex. Both T. adamastor (95/100) and 
T. boulengeri (100/100) were found to be monophyletic. 
However, T. comorensis was recovered paraphyletic with 
respect to T. boulengeri and T. casuarinae. This position-
ing of the Indian Ocean island clade within the Central and 
West African clade was recovered with low support, prob-
ably because the data were insufficient to robustly resolve 
it. We therefore expect that by increasing the phylogenetic 
signal in future analyses of the genus, the position of the 
Indian Ocean island clade will be clarified and perhaps 
embedded within a geographically related clade.

DNA sequences.––The East African maculilabris speci-
mens showed a high relative degree of genetic distance for 

the 16S, ND2, and RAG1 genes from the most genetically 
similar species. For 16S, the Eastern African lineage shows 
a minimum genetic distance of 1.94% from T. comorensis
and a maximum of 6.3% from T. polytropis. For ND2, it 
shows a minimum distance of 13.17% from T. maculila-
bris and a maximum of 21% from T. paucisquamis. For 
RAG1, it shows a minimum of 0.61% from T. boulengeri
and a maximum of 3.48% from T. margaritifer. These dis-
tances are in line with those reported for the distinction 
of other species of the genus (Ceríaco et al. 2016, 2024; 
Marques et al. 2019).

Haplotype networks.––The T. maculilabris complex in-
dividuals are from 17 distinct geographic areas, each rep-
resented by a unique color (Fig. 3). Overall, our analysis 
reveals a clear geographic structuring of haplotypes across 

Fig. 3.––TCS haplotype network of ND2, 16S, and RAG1 genes for the Trachylepis maculilabris species complex. Circle size represents the number 
of sequences and colors correspond to different areas. Color tones match the regions, with Central Africa in orange, Western Africa in blue, and Eastern 
Africa in green tones. Mutations are expressed numerically for ND2 and by black circles for RAG1 and 16S.
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these regions. The ND2 haplotype network exhibited the 
greatest diversity, identifying 39 distinct haplotypes, none 
of which were particularly prevalent. Notably, the green 
haplotypes from Mozambique are divided into two clus-
ters: one containing a single haplotype with a sequence 
from T. boulengeri, and another comprising two haplo-
types with sequences of the Eastern African T. maculi-
labris lineage. In the 16S network, 21 haplotypes were 
identified, with some standing out, such as one containing 
20 sequences predominantly from Cameroon and another 
with 19 sequences mainly from the Democratic Republic 
of the Congo. Despite these regional distinctions, a clear 

clustering of Eastern African haplotypes is evident. As 
with ND2, the haplotypes of Eastern African T. maculi-
labris are exclusive, showing no overlap with sequences 
from other species, which is consistent with the recovered 
topology (Fig. 2). Eastern African T. maculilabris is rep-
resented by three haplotypes, one from Tanzania, another 
from Mozambique, and the third including specimens from 
Malawi, Mozambique, and an unspecified location in East 
Africa. These three haplotypes are grouped together and 
connected to other haplotypes from East Africa. The RAG1 
network revealed only four haplotypes. Again, the five 
Eastern African T. maculilabris sequences are in a single,

Table 2. Mensural and meristic comparisons between Trachylepis farooqii, sp. nov., and T. maculilabris. Data presented as mini-
mum–maximum (mean ± standard deviation). Type of contact between head shields coded as follows: in contact (C), in contact at a 

single point (SPC), separated (S), fused (F).

Trachylepis farooqii, sp. nov. (N = 137) Trachylepis maculilabris (N = 249)

SVL 27–98 (73.1 ± 14.8), N = 134 44.2–92.2 (70.5 ± 8.4)

TL 40–165 (119.4 ± 30.5), N = 72 77.2–191.1 (124.8 ± 23.8)

HW 10.4–12.8 (11.5 ± 1.0), N = 4 6.1–15 (9.8 ± 1.5)

HH 7.6–11.2 (8.7 ± 1.7), N = 4 4.4–10.7 (7.5 ± 1.3)

HL 10.7–21 (16.4 ± 1.6), N = 75 9.0–21.3 (15.1 ± 1.9)

IN 2.5–3.2 (2.7 ± 0.3), N = 4 1.2–3.2 (2.2 ± 0.4)

EN 3.5–4.5 (4.1 ± 0.4), N = 4 2.3–5.3 (3.9 ± 0.6)

ES 6.1–7.3 (6.6 ± 0.5), N = 4 3.4–7.7 (5.9 ± 0.8)

TL/SVL (%) 101.4–270.8 (168.8 ± 28.2), N = 72 108.2–249.0 (180.4 ± 31.3)

HL/SVL (%) 18.8–25.1 (21.4 ± 1.4), N = 75 16.5–26.3 (21.4 ± 1.6)

ES/HL (%) 39.4–41.7 (40.9 ± 1.0), N = 4 25.8–52.8 (39.1 ± 3.0)

HW/HL (%) 67.1–73.7 (71.1 ± 3.1), N = 4 52.4–81.9 (65.2 ± 4.4)

HH/HL (%) 46.7–64.4 (53.7 ± 8.0), N = 4 30.7–65.7 (49.4 ± 4.4)

LUFT 14–21 (N = 136) 14–21

LUFF 14–15 (N = 4) 10–16

MSR 28–36 (N = 129) 29–40

SAD 49–58 (N = 31) 46–64

SAV 55–70 (N = 70) 50–68

KDS 3–9 (N = 135) 3–6

SC 5–7, rarely 3 or 4 5–6

SL (SO) 7 (5), rarely 8 (6) 7 (5)

PS Smooth Smooth

CP SPC (N = 2) or C (N = 2) Usually C (N= 161) or SPC (N = 81), rarely S (N = 6) or 
F (N = 1)

CFP Always C (N = 4) Usually C (N = 245), rarely F (N = 3) or S (N = 2)

CSN S (N = 75) or C (N = 41) Usually SPC (N = 194), sometimes C (N = 39) or S (17)

CPF Usually S (N = 108), sometimes C (N = 19) Usually C (N = 139) or SPC (N = 85), sometimes S (N = 
25)

Coloration Dorsum reddish brown to brownish yellow with a pair of 
orangish dorsolateral bands.

Dorsum olive gray to dark brown, with no dorsolateral 
bands.
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exclusive haplotype, comprising three sequences from 
Mozambique and two from Malawi. This haplotype is di-
rectly linked to a haplotype containing three T. boulengeri
sequences from Mozambique.

Morphology.––Morphometric and meristic data for the 
specimens of T. maculilabris from Central/West Africa 
and those from East Africa are presented in Table 2. Two 
morphotypes, distinguishable from each other in several 
consistent characters, were recovered: one in the Eastern 
Africa specimens and one from Central and West Africa. 
A detailed diagnosis and comparison are provided in the 
taxonomic account below. 

Species concept.––Based on the combined evidence pro-
vided by the morphological data, molecular phylogeny, and 

the haplotype networks, we adopt the general lineage spe-
cies concept (de Queiroz 1999) and describe the Eastern Af-
rican populations of T. maculilabris as a new species.

SYSTEMATIC ZOOLOGY

Class Reptilia Laurenti, 1768
Order Squamata Oppel, 1811
Family Scincidae Gray, 1825

Subfamily Scincinae Gray, 1825
Genus Trachylepis Fitzinger, 1843

Trachylepis farooqii, sp. nov.

LSID: urn:lsid:zoobank.org:act:574BB593-5554-4254-9043-457F65BE
5AF (Figs. 4–7A)

Fig. 4.––Holotype of Trachylepis farooqii, sp. nov. (MZUSP L108148) from Naburi, Mozambique. Photos by Luis M. P. Ceríaco.
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Euprepis cf. maculilabris: Mausfeld-Lafdhiya et al. (2004:167).
Mabuia maculilabris: Loveridge (1920: 152, 1923b:956); Barbour and 

Loveridge (1928:157).
Mabuia maculilabris [part]: Loveridge (1923a:858).
Mabuya maculilabris [part]: Schmidt (1919:525); Loveridge (1933:312, 

1936:310); Spawls and Rotich (1997:70); Broadley (2000:94); Maus-
feld et al. (2000:12); Spawls et al. (2002:133); Largen and Spawls 
(2010:394).

Mabuya maculilabris comorensis (not Peters): Loveridge (1953:200, 
1955:173).

Mabuya maculilabris maculilabris: Robertson et al. (1963:423); Broad-
ley (1974a:7); Lanza (1990:425); Loveridge (1951:183, 1957: 209); 
Broadley and Howell (1991:15).

Mabuya maculilabris maculilabris [part]: Loveridge (1942:342).
Trachylepis maculilabris [part]: Branch et al. (2005:201); Malonza 

et al. (2006:103; 2011:152); Goldberg (2009:114); Ceríaco et al. 
(2016:301); Conradie et al. (2016:174); Spawls et al. (2018:141); 
Weinell (2019:187); Allen (2019:232); Lyakurwa (2019:12); Pie-
tersen et al. (2021:272); Spawls et al. (2023:256); Ceríaco et al. 
(2024:82).

“Trachylepis maculilabris 1”: Ceríaco et al. (2024:7).
“Trachylepis maculilabris 4”: Sindaco et al. (2012:355).
“Trachylepis maculilabris 5”: Sindaco et al. (2012:355).

Holotype.––An adult male (MZUSP L108148, field num-
ber MTR 38383, Fig. 4) collected at Naburi [16.78857S, 
38.88581E], Mozambique, by Miguel Trefaut Rodrigues, 

Renato Sousa Recoder, Marco Aurélio de Sena, Agustin 
Camacho, Mohamed Harun, Samuel Bila, Francisco Dal 
Vechio, and Mauro Teixeira Junior on 27 October 2015.

Paratypes.––One adult male (MZUSP L108146, field 
number MTR 38221) and one adult female (MZUSP 
L108147, field number MTR 38327), collected at Naburi 
[16.78857S, 38.88581E], Mozambique, by Miguel Trefaut 
Rodrigues, Renato Sousa Recoder, Marco Aurélio de Sena, 
Agustin Camacho, Mohamed Harun, Samuel Bila, Fran-
cisco Dal Vechio, and Mauro Teixeira Junior, respectively 
on 27 and 28 October 2015. One adult male (MNHN-RA 
2009.0442, field number 1578I), collected at Cabo Delga-
do region [10.8388S, 40.1944E], northern Mozambique, 
by Ivan Ineich on 26 November 2009.

Diagnosis.––A medium-sized skink (max. SVL 98 mm, 
KMH 11907), with fully developed pentadactyl limbs 
(Fig. 5); dorsal scales with three to nine keels, commonly 
7 (68%); ventral scales smooth; 55–70 SAV; 49–58 SAD; 
28–36 MSR; subdigital lamellae smooth; plantar scales 
smooth; 14–21 LUFT; 14–15 LUFF; supranasals usually 
separated (65%), sometimes in contact; parietals touching 

Fig. 5.––Holotype in life of Trachylepis farooqii, sp. nov. (MZUSP L108148). Photo by Marco Sena.
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at a single point or in contact; prefrontals usually sepa-
rated (85%), sometimes in contact; frontoparietals always 
in contact; one pair of enlarged nuchal scales; ear open-
ing vertically ovoid and smaller than the eye, lacking 
subtriangular auricular scales on the anterior margin. One 
scale row above the window in eyelid. Supralabials seven 
(rarely eight), the fifth being subocular; three to seven su-
praciliaries, but three and four being rare; nostril oriented 
laterally. Dorsum reddish brown with a pair of orange dor-
solateral stripes extending from the eye to halfway down 
the tail (Figs. 5, 6A, 7A); labials grayish brown with dark 
speckling between scales. Venter cream white to yellow 
(Fig. 6B) with dark speckling near the flanks and on the 
first third of the tail.

Description of the holotype.––A well-preserved adult 
male with minor ventral injury beneath the left forelimb 
and some missing scales. Body cylindrical and robust with 
a poorly defined neck and well-developed pentadactyl 
limbs; tail long and robust, longer than the SVL, smoothly 
tapering. Fore- and hind limbs overlap when depressed 
against the body. SVL 75.6 mm, TL 86 mm, HW 11.5 mm, 
HL 15.7 mm, with relatively long and prominent snout. 
Additional measurements are presented in Table 3. Ear 
opening medium sized, lacking anterior subtriangular au-
ricular scales. Rostral scale visible from above. Nostrils 
oriented laterally and set posteriorly, so that postnasal ef-
fectively borders nostril. Supranasals separated. Fronto-
nasal wider than long, in contact with loreal. Prefrontals 
irregularly pentagonal, separated from each other, each in 

Table 3. Mensural and meristic data for the type series of Trachylepis farooqii, sp. nov. Type of contact between head shields 
coded as follows: in contact (C), in contact at a single point (SPC), separated (S), fused (F).

MZUSP L108148 (Holotype) MZUSP L108146 (Paratype) MZUSP L108147 (Paratype) MNHN-RA 2009.0442 
(Paratype)

Sex Male Female Male Male

SVL 75.6 77.1 86.9 81.3

TL 86.0 - - -

HW 11.5 10.4 11.4 12.8

HH 7.6 8.2 7.9 11.2

HL 15.7 14.8 17.0 17.4

IN 2.7 2.6 2.5 3.2

EN 4.2 3.5 4.5 4.1

ES 6.5 6.1 6.7 7.3

TL/SVL (%) 113.8 - - -

HL/SVL (%) 20.8 19.2 19.6 21.4

ES/HL (%) 41.4 41.2 39.4 41.7

HW/HL (%) 73.3 70.3 67.1 73.7

HH/HL (%) 48.4 55.4 46.7 64.4

LUFT 16 16 15 18

LUFF 14 15 15 15

MSR 33 33 32 33

SAD 54 57 55 52

SAV 55 57 57 55

KDS 7 7 7 5

SC 5 (left), 7 (right) 6 7 6

SL (SO) 7 (5) 7 (5) 8 (6) and 7 (5) 7 (5)

PS Smooth Smooth Smooth Smooth

CP C SPC SPC C

CFP C C C C

CSN S S SPC S

CPF S SPC S S
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Fig. 6.––Live paratype of Trachylepis farooqii, sp. nov. (MNHN-RA 2009.0442) from Cabo Delgado region, northern Mozambique. A, fronto-lateral 
view showing the amber-colored lateral band. B, ventral view showing the lemon-yellow venter color. Photos by Ivan Ineich. 
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Fig. 7.––Live specimens showing the orangish dorsolateral band on Trachylepis farooqii, sp. nov., and the lack of dorsolateral band on T. maculilabris. 
A, non-collected specimen of T. farooqii, sp. nov., from Taratibo, Mozambique; B, specimen of T. maculilabris from Kalandula, Angola (CAS 263587). 
Photos by Harith Farooq and Luis M. P. Ceríaco, respectively.



14     aNNals of CarNegie museum     Vol. 91

contact with the following head shields: frontonasal, lo-
real, first and second supraocular, and frontal. Two lore-
als. Frontal longer than the distance between anterior tip 
of frontal and tip of snout. Frontal in contact with two 
supraoculars (second and third) on each side. Two fronto-
parietals in contact with each other, the frontal, third and 
fourth supraoculars, parietal, and interparietal. Frontopa-
rietal plus interparietal length slightly shorter than frontal 
length. Interparietal twice as long as broad, with a visible 
parietal foramen. Parietals larger than frontoparietals. Pa-
rietals in contact. Five supraciliaries on the left side, sec-
ond largest; seven on the right side. Seven supralabials, 
fifth being subocular. Eight infralabials. Postmental bor-
dering seven scales (mental, two infralabials on each side 
and two primary chin shields). Transparent scale present 
in lower eyelid, as is usual for Trachylepis. Tympanum 
visible, at same level as mouth. Dorsal scales with seven 
smooth keels. Ventral scales smooth. MSR 33, SAD 54, 
SAV 55. Limbs with five digits; scales on palms and soles 
smooth. Relative length of fingers IV>III>II>V>I, relative 
length of toes IV>III>V>II>I. Finger-IV lamellae 14, Toe-
IV lamellae 16. Dorsum reddish brown with a pair of dark-
er dorsolateral stripes extending from the eye to halfway 

down the tail; labials grayish brown with dark speckling 
between scales. Venter cream white with dark speckling 
near the flanks and on the first third of the tail.

Coloration in ethanol.––Dorsum of body uniformly 
brown with a pair of dark dorsolateral stripes. Flanks 
uniformly brown. Labials grey with light brown vertical 
spots. Ventral surface white, with brown speckles on the 
first half of the tail and near the infralabials.

Variation.––Variation in scalation and body measure-
ments among the type series of Trachylepis farooqii, sp. 
nov. is reported in Table 3. Parietals in broad contact 
(MZUSP L108148, MNHN-RA 2009.0442) or touching at 
a single point contact (MZUSP L108146, L108147). Su-
pranasals separated (MZUSP L108148, L108146, MNHN-
RA 2009.0442) or in contact at a single point (MZUSP 
L108147). Prefrontals separated (MZUSP L108148, 
L108147, MNHN-RA 2009.0442) or in contact at a sin-
gle point (MZUSP L108146). Supraciliaries 7 (MZUSP 
L108147), 6 (MZUSP L108146, MNHN-RA 2009.0442) 
or 5 on the left and 7 on the right (MZUSP L108148). 
Supralabials 7, with the fifth being subocular (MZUSP 

Fig. 8.––Distribution map of Trachylepis farooqii, sp. nov., and T. maculilabris in Africa. The specimens of T. farooqii, sp. nov., used exclusively for 
molecular analysis are indicated by a blue circle. Green stars denote the type localities. Specimens whose identity has not been confirmed by the authors 
and whose distribution is close to that of T. maculilabris are indicated by a white triangle.
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Fig. 9.––Habitat of collected specimens of Trachylepis farooqii, sp. nov., in Mozambique. A, holotype (MZUSP L108148) locality in Naburi; B, para-
type (MNHN-RA 2009.0442) locality in Cabo Delgado. Photos by Marco Sena and Ivan Ineich, respectively.
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L108148, L108146, L108147, MNHN-RA 2009.0442); 
paratype MZUSP L108147 shows 8 supralabials on the 
left, with the sixth being subocular. Dorsum brownish yel-
low and head toasted yellow, sometimes with scattered 
white speckles between eyes and insertion of forelimbs. 
There is probably a sexual coloration dimorphism during 
reproduction with males having a vivid orange lateral band 
and a lemon-yellow venter, but throat and underside of jaw 
being white (MNHN-RA 2009.0442; Fig. 6).

Comparison with other Eastern African Trachylepis
and members of the T. maculilabris group.––Trachylepis
farooqii, sp. nov. differs from all the other Trachylepis spe-
cies known to occur in Eastern Africa, as follows: it differs 
from T. albotaeniata by usually having 5–7 supraciliaries 
(vs. 4 in T. albotaeniata). It differs from T. maculilabris
by usually having supranasals and prefrontals separated 
(vs. usually in contact in T. maculilabris) and dorsolateral 
bands (vs. no dorsolateral bands in T. maculilabris – see 
Fig. 7). It differs from T. boulengeri by usually having 5–7 
supraciliaries (vs. usually 4, sometimes 5 in T. boulengeri) 
and light yellow to dark dorsolateral stripes (vs. no dorsal 
stripes in T. boulengeri). It differs from T. casuarinae by 
usually having separated prefrontals (vs. usually in con-
tact in T. casuarinae), LUFT 14–21 (vs. 23–24 in T. ca-
suarinae), LUFF 14–15 (vs. 16–17 in T. casuarinae) and 
dorsolateral stripes (vs. no dorsal stripes in T. casuarinae). 
It differs from T. comorensis by having usually LUFT 14–
19, only 6 specimens with LUFT 20–21 (vs. 20–24 in T. 
comorensis). It differs from T. damarana, T. lacertiformis, 
T. striata, and T. wahlbergii by having scales on palms and 
soles smooth (vs. keeled and spinose in the latter). It dif-
fers from T. homalocephala and T. margaritifer by usually 
having 5–7 keels on dorsal scales (vs. 3 keels in the latter). 
It differs from T. megalura and T. varia by having one 
scale row above window in eyelid (vs. two scale rows in 
the latter). It differs from T. depressa by lacking auricular 
scales (vs. 3–4 lanceolate auricular scales in T. depressa).

Distribution.––The current known distribution of Trachy-
lepis farooqii, sp. nov., is restricted to South-East Africa, 
spanning from the Zambezia Province in central Mozam-
bique, delimited in the south from Naburi to Mulanje 
Mountain in Malawi and extending northwards to south-
eastern Kenya (Fig. 8). Its range probably encompasses 
the coastal regions of Somalia, following the continuous 
coastal dry forest strip, but further data are needed to con-
firm this assumption.

Habitat and natural history notes.––Found in forest 
glades, woodland coastal scrub, farmland, and gardens, 
usually near water sources. It is diurnal, arboreal, and 
climbs trees, bushes, thin branches, and leaves. It also uses 
buildings, walls, thatched roofs, rock outcrops, and often 
climbs coconut palms in coastal areas (Spawls et al. 2018). 
The holotype (MZUSP L108146) and paratypes (MZUSP 
L108146, L108147) were found active in miombo wood-

land habitats in the surroundings of Naburi village (Fig. 9). 
A paratype (MNHN-RA 2009.0442) was collected around 
a termite mound in a typical miombo vegetal formation. 
Specimens were also found, but not collected, at the Gilé 
National Park in sympatry with T. boulengeri.

Etymology.––The specific epithet “farooqii” is formed in 
the genitive singular and is masculine. It is given in honor 
of Harith Omar Morgadinho Farooq (born 1986), Mo-
zambican herpetologist who in the last decade has greatly 
contributed to uncovering the rich and still poorly known 
herpetofauna of his country. Harith has also been a strong 
advocate for the African biodiversity and responsible for 
training a new generation of Mozambican naturalists. We 
suggest “Farooq’s skink” and “Lagartixa de Farooq” as the 
English and Portuguese common names for this species, 
respectively.

DISCUSSION

The Eastern African population of the Trachylepis macu-
lilabris species complex was first suggested to represent a 
separate evolutionary lineage in the beginning of the 21st 
century (Mausfeld-Lafdhiya et al. 2004), but the nomen-
clatural complexity of the group and high morphological 
similarity between the East African form and the true T. 
maculilabris of West Africa precluded its proper taxo-
nomic identification until now. An integrative approach, 
built on the recent advances on the taxonomy and nomen-
clatural history of the group and combining newly gener-
ated molecular data with a large set of morphological data 
allowed us to unambiguously distinguish T. farooqii, sp. 
nov., from the other Trachylepis species. The analysis of a 
large sample of specimens revealed some major differenc-
es: the prefrontals and supranasals are usually separated in 
T. farooqii, sp. nov., whereas they are usually in contact in 
T. maculilabris, and the dorsolateral orange bands present 
in T. farooqii, sp. nov., which are absent in T. maculilabris. 
In addition, the new 16S, ND2, and RAG1 sequences of 
three specimens, which formed a clade with the specimens 
previously analyzed and identified as a distinct lineage, 
allowed the Eastern African form to be recognized as a 
new species. Further work, however, is still needed in the 
T. maculilabris species complex to better understand the 
whole extent of its cryptic diversity, especially amongst 
the populations that are currently considered to be part of 
the nominal form in Central and West Africa.

In the last decade, 12 new species of Trachylepis have 
been described, including the insular T. thomensis from 
São Tomé and T. adamastor from São Tomé and Príncipe
(Ceríaco 2015; Ceríaco et al. 2016), and the West African 
continental species T. gonwouoi Allen, Tapondjou, Wel-
ton, and Bauer, 2017, from Cameroon and Republic of the 
Congo (Allen et al. 2017), T. raymondlaurenti Marques, 
Ceríaco, Bandeira, Pauwels, and Bauer, 2019, from Dem-
ocratic Republic of the Congo and Angola (Marques et 
al. 2019), T. boehmei Koppetsch, 2020, from Ethiopia
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(Koppetsch 2020), and T. attenboroughi, T. bouri, T. hi-
lariae, T. ovahelelo, T. suzanae, T. vunongue, and T. wilso-
ni Ceríaco, Marques, Parrinha, Tiutenko, Weinell, Butler, 
and Bauer, 2024, from Angola (Ceríaco et al. 2024). With 
this, the description of a new species from Mozambique, 
Malawi, Tanzania, and Kenya highlights the importance of 
southeast Africa for studies about the diversification of the 
genus Trachylepis. These descriptions of new species of 
reptiles in the region, combined with predictions of high 
discovery potential of lizard species in southeast Africa, 
show that more fieldwork and herpetological studies are 
needed for the region to improve our knowledge of the 
poorly known biodiversity of southeast Africa (Moura and 
Jetz 2021).

Regarding its conservation, Trachylepis farooqii, sp. 
nov., occurs over a large geographic area, covering Mo-
zambique, Malawi, Tanzania, and dry coastal forests of 
southeast Kenya. Based on its distribution and the pres-
ence of several conservation areas in these territories, such 
as Gorongosa, Gilé, and Serengeti National Parks, we sug-
gest a conservation status of Least Concern, following the 
IUCN Red List guidelines (IUCN 2024). However, formal 
conservation assessments are still needed to formally eval-
uate T. farooqii, sp. nov. conservation status.
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aPPeNdix 1. 
Material examined. 

List of specimens used in morphological analysis. The coordinates are presented in the [latitude, longitude] format. Specimens used 
in the molecular analyses are marked with an asterisk (*).

(continued on next page)

Trachylepis maculilabris.––ANGOLA. Cabinda Province: Catholic Mission Sanctuary [5.5614S, 12.1779E] (MUHNAC/MB03-001390). Municipal 
beach (Tafi’s Beach) [5.5578S, 12.1779E] (CAS 264215–216). Fortaleza [5.6528S, 12.2481E] (CAS 264217). Malanje Province: Laúca Dam, flooded 
area [9.7627S, 15.1438E] (MUNHAC/MB03-001353, 001356–1362). Swamp on the edge of corn field, Kalandula [9.0755S, 16.0117E] (CAS 263587). 
Uíge Province: Forested lagoon in Mucaba mountains [7.2430S, 15.1673E] (MUNHAC/MB03-001401, 001402). Camp site near water pump, E of 
Ponte, Serra Pingano [7.6829S, 14.9340E] (MUNHAC/MB03-001403). Unknown: MNHN-RA 1896.0203, 1900.0488–0489, 1904.0163, 1904.0017, 
1904.0173, 1907.0256.

BENIN. Donga Department: Agougou [9.3833N, 1.4500E] (MNHN-RA 1917.0057–0058, 1917.0060–0060A, 1917.0061–0061A).

CAMEROON. Adamawa Province: Banyo village [6.7800N, 11.8200E] (MNHN-RA 2005.1653–1655). Daré ville [7.0730N, 15.0840E] (MNHN-
-RA 2005.1719–1720). Dir, east of Ngaoundal [6.3270N, 13.5390E] (MNHN-RA 2005.1726). Doua village (5km from Mboula) [6.6480N, 14.0190E] 
(MNHN-RA 2005.1727, 2005.1731). Febadi, Tibati-Meïganga intersection with Ngaoundéré [6.5940N, 13.0690E] (MNHN-RA 2005.1975). Fongoi 
Village (Tchabal Mbabo) [7.2300N, 12.0530E] (MNHN-RA 2005.1748, 2005.2846). Malarba Mayo Tollere, between Banyo and Tibati [6.5980N, 
12.1530E] (MNHN-RA 2005.1806–1808). Matakoro, west of Tchabal Munguel [7.5180N, 13.3860E] (MNHN-RA 2005.1799). Mwinkwing, southern 
shores of Lake Tikar [6.0700N, 11.4100E] (MNHN-RA 2005.1900, 2005.1904, 2005.1907, 2005.1910). Ngam, west of Djohong, Adamaoua [6.7420N, 
14.5680E] (MNHN-RA 2005.1915). Ribao, north of Somié [6.5070N, 11.4540E] (MNHN-RA 2005.1953–1954). Sabongari [7.0480N, 12.5140E] 
(MNHN-RA 2005.1955). Tibati village [6.4790N, 12.6010E] (MNHN-RA 2005.1995–1997). Wadjiri, between Tibati and Doualayel [6.7899N, 
12.6449E] (MNHN-RA 2005.1945). Centre Region: Botatango at Ngoya Bitom (gulf of Bafia) [4.4110N, 11.2480E] (MNHN-RA 2005.1707, 
2005.1710–1712). Dibang [3.8890N, 10.7150E] (MNHN-RA 2005.1723–1724). Matsari, south of Yoko [5.3540N, 12.2320E] (MNHN-RA 2005.1800–
1801, 2005.1819). Nkolfeb, at the foot of Mbaminkom [3.9600N, 11.4300E] (MNHN-RA 2005.1833–1835). Nkwoljobe, at the foot of Mbaminkom 
[3.9640N, 11.3620E] (MNHN-RA 2005.1830, 2005.1832). East Region: Bertoua ville [4.5770N, 13.6910E] (MNHN-RA 2005.1690). Kika, east of 
Moloundou [1.9590N, 15.5820E] (MNHN-RA 2005.1766–1767). Medjo, north of Lomié [3.4630N, 13.4680E] (MNHN-RA 2005.1860–1861). Zou-
labot II, south of Lomié [2.8950N, 13.8990E] (MNHN-RA 2005.1973). Littoral Region: Makondo [3.8060N, 10.2780E] (MNHN-RA 2005.1785, 
2005.1788). Mouanko [3.6580N, 9.7940E] (MNHN-RA 2005.1896). Northwest Region: Anyajua, above Bello [6.2360N, 10.3940E] (MNHN-RA 
2005.1602). Baba II, Bamenda Highlands [5.857N, 10.102E] (MNHN-RA 2005.1611). Bamenda, Col de la route de Bafoussam [5.9614N, 10.1517E] 
(MNHN-RA 1997.3643). Bamessing [6.0040N, 10.3520E] (MNHN-RA 2005.1624–1625). Benakuma, west of Wum [6.4090N, 9.9180E] (MNHN-RA 
2000.5200*, 2005.1677, 2005.1681). Bingo village, Bamenda Highlands [6.1660N, 10.2900E] (MNHN-RA 2005.1692–1693). Jakiri, Bamenda-Nkam-
be road [6.0550N, 10.6580E] (MNHN-RA 2005.1762). Mbiame, Bamenda Highlands [6.1900N, 10.8490E] (MNHN-RA 2005.1847–1848). Tefo Vil-
lage, Bamenda Highlands [6.2999N, 10.3699E] (MNHN-RA 2005.2484). South Region: Afan, north-east of Ma’an [2.6360N, 10.8400E] (MNHN-RA 
2000.5199*). Bouandjo, south of Ebodje [2.5160N, 9.8280E] (MNHN-RA 2005.1713). Chutes de la Lobé [2.8840N, 9.8980E] (MNHN-RA 2005.1775). 
Kribi [2.9700N, 9.9150E] (MNHN-RA 1999.9461, 2005.1977). Mbebe, 47 km south of Edéa [3.4050N, 10.1170E] (MNHN-RA 2005.1844). Southwest 
Region: Atolo, Mamfe district [6.2500N, 9.4500E] (MNHN-RA 2005.1607–1608). Bambe village, Banyang-Mbo [5.2040N, 9.6300E] (MNHN-RA 
2005.1621–1622). Bascheo 2, north of Mamfe [6.1920N, 9.4330E] (MNHN-RA 2005.1614). Bendom, Banyang-Mbo [5.2600N, 9.6900E] (MNHN-RA 
2005.1685–1689). Ebamut, Banyang-Mbo [5.1300N, 9.7400E] (MNHN-RA 2005.1732). Ekona Lelu, Mount Cameroon [4.2730N, 9.3040E] (MNHN-
-RA 2005.1739, 2005.2487). Enyandong village, Banyang-Mbo [5.1110N, 9.7030E] (MNHN-RA 2005.1744–1745, 2005.2489). Eyang Ntui, Maw-
ne Forest Reserve [5.7700N, 9.3990E] (MNHN-RA 2005.1746). Green Valley, west of Batibo [5.7370N, 9.8520E] (MNHN-RA 2005.1756). Kem-
bong, south Mamfe [5.6390N, 9.2370E] (MNHN-RA 2005.1763). Limbé-ville [4.0070N, 9.2060E] (MNHN-RA 2005.1774). Limbo, Banyang-Mbo 
[5.2400N, 9.7600E] (MNHN-RA 2005.1974). Mende, Takamanda mountains [6.3130N, 9.3640E] (MNHN-RA 2005.1868). Nguti village [5.3500N, 
9.4160E] (MNHN-RA 2005.1924–1926). Ossing village, south of Mamfe [5.6200N, 9.3200E] (MNHN-RA 2005.1939). Tafu village, north of Mam-
fe [5.7700N, 9.5190E] (MNHN-RA 2005.1992). West Region: Befang [5.1500N, 10.1833E] (MNHN-RA 2005.1675–1676). Foumban [5.7295N, 
10.8775E] (MNHN-RA 2005.1749). Magba [5.9770N, 11.2320E] (MNHN-RA 2005.1777, 2005.1779, 2005.1781–1782). Mount Mbapit, southwest of 
Foumbot [5.5210N, 10.6690E] (MNHN-RA 2005.1841). Penka-Michel [5.4720N, 10.2420E] (MNHN-RA 2005.1940, 2005.1951). Santchou [5.2820N, 
9.9770E] (MNHN-RA 2005.1957).

CENTRAL AFRICAN REPUBLIC. Bamingui-Bangoran Prefecture: Kaga Poungourou [7.8389N, 20.2312E] (MNHN-RA 1997.2932). Mano-
vo [9.2000N, 20.4833E] (MNHN-RA 1997.2935). Ndélé [8.409167N, 20.653056E] (MNHN-RA 1997.2940). Bangui Prefecture: Bangui [4.3733N, 
18.5628E] (MNHN-RA 1992.4746, 1994.8635–8636, 1997.2917–2919). Haut-Mbomou Prefecture: Mboki [5.3166N, 25.9666E] (MNHN-RA 
1997.2936, 1997.2938–2939, 1997.3248). Kémo Prefecture: Sibut [5.7333N, 19.0833E] (MNHN-RA 1997.2956). Lobaye Prefecture: Ngot-
to [4.0000N, 17.3500E] (MNHN-RA 1997.2942, 1997.2945–2946). Lim-Pendé Prefecture: Paoua [7.25N, 16.4333E] (MNHN-RA 1995.4495, 
1997.2952, 1997.4496). Mambéré-Kadéï Prefecture: Berbérati [4.2613N, 15.7894E] (MNHN-RA 1997.2921, 1997.2923). Mbomou Prefecture: Ou-
azoua [4.2666N, 22.4166E] (MNHN-RA 1997.2949–2951). Sangba [4.3971N, 18.5499E] (MNHN-RA 1999.8600, 1999.8704–8705). Nana-Mambéré 
Prefecture: Bouar [5.9499N, 15.6000E] (MNHN-RA 1997.2928). Ombella-M’Poko Prefecture: Boali [4.8000N, 18.1166E] (MNHN-RA 1995.4477). 
Yaloké [5.3167N, 17.0833E] (MNHN-RA 1997.2957). Zimba [4.1238N, 18.6186E] (MNHN-RA 1992.4750, 1992.4753, 1992.4756). Ouham Prefec-
ture: Kouki [6.9933N, 17.0750E] (MNHN-RA 1994.8621, 1994.8632, 1994.8640–8641, 1994.8643–8644, 1997.2933). Sangha-Mbaéré Prefecture: 
Bayanga [2.9167N, 16.2500E] (MNHN-RA 1995.4462, 1997.2920). Lidjombo [2.6833N, 16.1000E] (MNHN-RA 1995.4480–4483, 1995.4493). Vaka-
ga Prefecture: Koumbala [9.3823N, 22.7031E] (MNHN-RA 1999.8713). Ouanda-Djallé [8.9N, 22.8E] (MNHN-RA 1997.2947). Prefecture unkown: 
Bélemboké (MNHN-RA 1995.4470, 1995.4473). Ndakane (MNHN-RA 1997.3087–3088). Salkapa (MNHN-RA 1997.2953–2954). S.C.A.D. [Société 
Centre Africaine de Débitage] (MNHN-RA 1995.4498). Gubangui (MNHN-RA 1968.0243, 1995.0316, 1995.0319).

DEMOCRATIC REPUBLIC OF THE CONGO. North Kivu Province: Rutshuru, Lake Kivu region [1.1945S, 29.4368E] (MNHN-RA 1940.0109–
0110).
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REPUBLIC OF THE CONGO. Brazzaville Department: Brazzaville [4.2366S, 15.2540E] (MNHN-RA 1891.0429–0431). Kouilou Department: 
Pointe-Noire [4.7785S, 11.8232E] (MNHN-RA 1967.0278–0279, 1967.0282).

GABON. Estuaire Province: Denis [0.31694N, 9.36694E] (MNHN-RA 2002.0044–0045). Haut-Ogooué: Djouori River [1.6454S, 13.8625E] 
(MNHN-RA 1998.0694). Nyanga Province: Majumba [3.8166S, 11.0166E] (MNHN-RA 1899.0123). Ogooué-Ivindo Province: Makokou [0.5666N, 
12.8666E] (MNHN-RA 1973.1563–1564).

GUINEA. Nzérékoré Region: Beyla [8.6833N, 8.6333W] (MNHN-RA 1921.0333–0335). Macenta [8.5364N, 9.4764W] (MNHN-RA 1921.0328). 
N’Zébéla [8.0833N, 9.1W] (MNHN-RA 1921.0330–0332, 1921.0337–0338). N’Zérékoré [7.7143N, 8.3957W] (MNHN-RA 1921.0325–0327). Ziela 
[7.7127N, 8.3591W] (MNHN-RA 1951.0107). Zouguepo [7.7055N, 8.4072W] (MNHN-RA 1967.0243–0244, 1967.0246). Region unkown: Serengba-
ra (MNHN-RA 1951.0103). Toungarata (MNHN-RA 1951.0106). MNHN-RA 1951.0104, 1951.0159.

IVORY COAST. Comoé District: Assinie [5.1350N, 3.2900W] (MNHN-RA 1888.0065). District unkown: MNHN-RA 1967.0238, 1967.0241.

LIBERIA. Nimba County: Mount Nimba, Grassfield savannah [7.5071N, 8.5061W] (MNHN-RA 1998.0660).

SUDAN. Boma: Towot [6.1723N, 34.3831E] (MNHN-RA 1997.6553).

UGANDA. Kasese District: Kasenyi [0.0319S, 30.1486E] (MNHN-RA 1940.0113–0115). District unknown: MNHN-RA 1940.0111–0112.

UNKOWN COUNTRY: “West Africa” (BMNH 1946.8.18.17 –– holotype). MNHN-RA 1966.1759, 2001.0167, 2001.0170, 2001.0994.

Trachylepis farooqii, sp. nov.––KENYA. Kilifi County: Mariakani [3.8648S, 39.4740E] (NMZB-UM 11357). Kwale County: Diani Beach, South of 
Mombasa [4.2765S, 39.5959E] (AJL 1542).

MOZAMBIQUE. Cabo Delgado Province: Cabo Delgado, Miombo area [10.8388S, 40.1944E] (MNHN-RA 2009.0442 –– paratype). Sofala Provin-
ce: Inhamitanga [18.2156S, 35.1594E] (NMZB-UM 21892–21897). Zambezia Province: Naburi [16.78857S, 38.88581E] (MZUSP L108146–108147 
–– paratypes, L108148 –– holotype). Province unknown: BM 57.10.28.11.

MALAWI. Mulanje District: Chisambo, Mlanje [16.0419S, 35.5523E] (UM 25379, 26637–26639). Lujeri [16.0413S, 35.6499E] (NMZB-UM 
4210, 4241–4246; MCZ 50750). Nkhata Bay District: Limphasa Dambo [11.6566S, 34.2291E] (UM 24668–24677). Nkwadzi Hill Forest [11.6833S, 
34.2499E] (UM 24688). 

TANZANIA. Dar es Salaam Region: Dar es Salaam [6.8925S, 39.3177E] (NMZB 5936–5938, 8218, 8220; TM 3638). Lindi Region: Kilwa [8.9799S, 
39.5121E] (MCZ 52442–52443). Lindi District [9.4549S, 38.4696E] (MCZ 50006). Tendaguru [10.0979S, 39.1165E] (BM 1928.10.19.61). Morogoro 
Region: Kimboza Forest [7.0336S, 37.7836E] (NMZB 8247). Lower Kihansi Gorge, Kilombero [8.6187S, 35.8663E] (NMZB 13747–13748; KMH 
24011). Mwaya [8.9155S, 36.8245E] (MCZ 30861–30885). Mtwara Region: Mikindani [10.2814S, 40.1113E] (MCZ 47605–47606). Tanga Region: 
Amani [5.1002S, 38.6335E] (BM 1971.168–169; TM 13283; UM 5332, 5338). Bombo Forest Reserve [4.8482S, 38.6873E] (KMH 23696). Genda-
genda Forest, Handeni [5.5002S, 38.6490E] (NMZB 12169). Kambai Forest Reserve [4.9932S, 38.7011E] (NMZB 14833, 14845, 14852, 14859). 
Kwangumi Forest Reserve, Tanga [4.9523S, 38.7408E] (NMZB 15392). Magoroto [5.1166S, 38.7499E] (MCZ 47449–47450; UM 7355). Manga Forest 
Reserve, Muheza [5.0168S, 38.7668E] (KMH 11907; NMZB 14810, 15584–15586). Mlinga Forest Reserve [5.0829S, 38.7499E] (KMH 23430). Mtai 
West Forest Reserve, Tanga [4.8331S, 38.7669E] (NMZB 15342, 15344–15345). Segoma Forest Reserve [4.9668S, 38.7499E] (NMZB 15618–15619, 
15666–15668). Semdoe Forest Reserve, Muheza [4.9679S, 38.7047E] (NMZB 15596–15603). Pwani Region: Kazimzumbwi Forest Reserve [6.9071S, 
39.0959E] (KMH 22689; NMZB 11287, 11296, 11313, 11319). Mlola Forest, Mafia Island [7.8860S, 39.8244E] (NMZB 11255, 11259, 11262, 11311, 
12143). Unguja South Region: Jozani Forest, Zanzibar Island [6.2678S, 39.4259E] (BM 1947.1.2.65–67, 1956.1.6.33–36). Makunduchi Road, Zanzi-
bar Island [6.4136S, 39.5529E] (BM 1940.2.2273). Region unkown: NMZB 18042.

aPPeNdix 1. 
(continued from previous page)
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aPPeNdix 2.
Additional material. 

Specimens that were physically examined, whose taxonomic identification was unambiguous, but not measured and scale counted. 
The coordinates are presented in the [latitude, longitude] format.

Trachylepis maculilabris.––ANGOLA. Bengo Province: Ambriz [7.8574S, 13.1182E] (BMNH 1851.1.19.8–11). Benguela Province: Entre Rios, 
Dep. De Benguela [13.0167S, 14.6333E] (ZSM 99/1953). Cuanza Norte Province: Mucoso bei Dondo [9.5333S, 14.6500E] (ZSM 100/1953). Ndalla 
Tando (currently N’dalatando) [9.3000S, 14.9167E] (BMNH 1909.10.29.99). Cuanza Sul Province: Cada Amboim, abandoned plantation [10.8672S, 
14.3244E] (CAS 263098). Congulu, Amboim [10.8667S, 14.2833E] (BMNH 1936.8.1.612–617). Laúca Dam, flooded area [9.7627S, 15.1438E] (MU-
NHAC/MB03-001352, 001354–001355). Quirimbo, 75 km E of Amboim [10.6833S, 14.2667E] (BMNH 1936.8.1.618–619). Huíla Province: Gungue, 
Rio Kwando [13.7363S, 15.4216E] (AMB 12713–12714). Luanda Province: Quifangondo [8.7667S, 13.4333E] (MNHNL Rep/A/Sc no number). 
Luanda Norte Province: De Beers, Lucapa [8.4228S, 20.7392E] (PEM R19459, R19463*). Dundo [7.3667S, 20.8333E] (BMNH 1966.250–255; 
MD 226, 2259, 5085, 5088, 5090, 5092, 5094, 5099, 5103, 5119, 5130, 5142, 5150, 5155, 5164, 5200, 5209). Headwaters of Lovua, North of village 
Capaia [8.3385S, 20.2425E] (PEM R19459). Muita [7.8000S, 21.4100E] (MD 807, 1076). Luanda Sul Province: Alto Cuíla (= Alto Cuílo) [10.0500S, 
19.5170E] (MCZ R-74111; MD 5308–5309). Malanje Province: Capanda [9.7284S, 15.3459E] (MNHNL Rep/A/Sc 1–36). Duque de Bragança (cur-
rently Kalandula) [9.1333S, 16.0667E] (TM 45468). Kalandula Falls [9.0740S, 16.0030E] (CAS 263586). Unknown: AMNH 48710–48726; FMNH 
74301; MHNG 1545.015; MNHN-RA 1907.0200, 1907.0256; MHNC-UP/REP 272.

CAMEROON. Centre Region: Bafia, Mbam-et-Inoubou (Centre) [4.755N, 11.224E] (CM S7071). Eséka [3.633N, 10.783E] (CM 60725–60726). 
Yaounde [3.826N, 11.516E] (CM 14961). South Region: Lolodorf, Océan (Sud) [3.234N, 10.730E] (CM S9334, S9347–9348, S9352–9353, S9357, 
S9361, S9374, S9376, S9380–9381, S9387, S9389–9390, 15161). Sangmélima, Foulassi, Dja-et-Lobo (Sud) [2.919N, 11.956E] (CM S6702, S6706, 
S6710, S6723, S6725, S6728, S6734, S6745, S6747, S7032, S8033, S8036–8037).
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Supplementary Table S1.
List of the specimens and associated GenBank accession numbers included in the present study for molecular analysis.

(continued on next page)

Taxa Voucher 16S ND2 RAG1
Chioninia delalandii BMNH 2000.18 MG605667 KX231461 KX231373
Trachylepis affinis Mausfeld 2000 AF153561 NA NA
Trachylepis affinis BYU 62150 MK496067 MK583061 MK542163
Trachylepis affinis NCSM 88360 MK496066 MK583060 NA
Trachylepis affinis BYU 62075 MK496065 MK583059 MK542157
Trachylepis affinis BYU 62125 MK496064 MK583058 MK542166
Trachylepis affinis BYU 62073 MK496063 MK583057 MK542158
Trachylepis affinis BYU 62124 MK496062 MK583056 MK542156
Trachylepis affinis BYU 62131 MK496061 MK583055 MK542161
Trachylepis affinis BYU 62130 MK496060 MK583054 MK542162
Trachylepis affinis BYU 62133 MK496059 MK583052 MK542165
Trachylepis affinis BYU 62102 MK496058 MK583053 MK542160
Trachylepis affinis BYU 62132 MK496057 MK583051 MK542164
Trachylepis affinis UWBM 6039 MK496056 MK583050 NA
Trachylepis affinis MVZ 245340 MK496055 MK583049 MK542154
Trachylepis affinis MVZ 252607 MK496054 MK583047 NA
Trachylepis affinis MVZ 252604 MK496053 KY696695 NA
Trachylepis affinis PEM R-5425 MK791995 NA MK791859
Trachylepis affinis PEM R-5340 MK791994 NA NA
Trachylepis affinis NCSM 88359 MK791993 MK791972 MK791913
Trachylepis affinis BYU 62095 MK791992 MK791971 MK791896
Trachylepis affinis CAS 256857 KX671798 NA NA
Trachylepis affinis CAS 256856 KX671797 NA NA
Trachylepis affinis CAS 256707 KX671796 NA NA
Trachylepis affinis BYU 573608 KY683573 KY696697 NA
Trachylepis affinis UWBM 6031 KY683572 KY696696 MK542159
Trachylepis affinis MVZ 252608 KY683571 KY696694 MK542153
Trachylepis affinis USNM 584239 KY683569 KY696698 NA
Trachylepis affinis CAS 219357 KU954509 NA NA
Trachylepis affinis KUZ 46904 AB028819 NA NA
Trachylepis affinis MNHN 2001.0108 AY159122 NA NA
Trachylepis affinis MNHN 2002.0746 AY159120 NA NA
Trachylepis affinis MNHN 2002.0743 AY159119 NA NA
Trachylepis affinis MNHN 2002.0742 AY159118 NA NA
Trachylepis affinis CAS 253795 KU954508 NA NA
Trachylepis affinis MUHNAC/MB03-000959 KU954499 MT613943 MT613960
Trachylepis affinis MUHNAC/MB03-001023 NA MT613944 MT613962
Trachylepis affinis E18512 NA MK583064 NA
Trachylepis affinis SS819 NA MK583063 NA
Trachylepis affinis SS822 NA MK583062 NA
Trachylepis affinis MVZ 252605 NA MK583048 MK542167
Trachylepis affinis MUHNAC/MB03-001024 NA NA MT613963
Trachylepis affinis BYU 62126 NA NA MK542155
Trachylepis affinis PEMField174 NA NA MK791860
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Trachylepis atlantica MRT 4428 DQ238914 NA NA
Trachylepis atlantica MRT 4427 DQ238913 NA NA
Trachylepis atlantica MRT 4429 DQ238912 NA NA
Trachylepis atlantica BMNH 1888.1.19.20a AY151467 NA NA
Trachylepis atlantica BMNH 1888.1.19.20 AY151466 NA NA
Trachylepis atlantica BMNH 1888.1.19.19 AY151465 NA NA
Trachylepis atlantica BMNH 1888.1.19.18 AY151464 NA NA
Trachylepis atlantica BMNH 1888.1.19.17 AY151463 NA NA
Trachylepis atlantica MNRJ 7747 AY070362 NA NA
Trachylepis boulengeri PEM R-16179 MK792003 NA MK791864
Trachylepis boulengeri PEM R-15451 MK792002 NA MK791863
Trachylepis boulengeri PEM R-5533 KX231454 KX231470 KX231384
Trachylepis boulengeri PEM R-13442 MK792006 NA NA
Trachylepis boulengeri mE1110110 JQ598785 NA NA
Trachylepis casuarinae 71Mcaguri AY151474 NA NA
Trachylepis comorensis ZFMK 62192 AF153565 NA NA
Trachylepis comorensis MH7 HM192758 NA NA
Trachylepis comorensis MH23 HM192757 NA NA
Trachylepis comorensis MH11 HM192756 NA NA
Trachylepis comorensis AJ18 HM192753 NA NA
Trachylepis comorensis AJ12 HM192752 NA NA
Trachylepis comorensis MY1 HM192751 NA NA
Trachylepis comorensis MY12 HM192750 NA NA
Trachylepis comorensis MY37 HM192749 NA NA
Trachylepis comorensis MY51 HM192748 NA NA
Trachylepis farooqii, sp. nov. MZUSP L108146 PQ892219 PV388835 PV388832
Trachylepis farooqii, sp. nov. MZUSP L108147 PQ892218 PV388834 PV388831
Trachylepis farooqii, sp. nov. MZUSP L108148 PQ892220 PV388836 PV388833
Trachylepis farooqii, sp. nov. Mausfeld 2000 AF153574 NA NA
Trachylepis farooqii, sp. nov. PEM R-16325 MK792020 NA MK791872
Trachylepis farooqii, sp. nov. PEM R-9737 MK792019 NA MK791871
Trachylepis farooqii, sp. nov. ZFMK 74514 AY070356 NA NA
Trachylepis maculilabris MVZ 253443 KU954523 NA MK542238
Trachylepis maculilabris MVZ 252621 KU954522 MK583111 MK542237
Trachylepis maculilabris MVZ 249750 KU954521 KY696699 MK542226
Trachylepis maculilabris MVZ 249749 KU954520 KY696700 NA
Trachylepis maculilabris MVZ 249672 KU954519 MK583107 MK542224
Trachylepis maculilabris MVZ 245344 KU954518 MK583108 NA
Trachylepis maculilabris MVZ 245343 KU954517 NA NA
Trachylepis maculilabris CAS 256254 KU954516 NA NA
Trachylepis maculilabris CAS 253881 KU954515 MK583118 MK542235
Trachylepis maculilabris CAS 250828 KU954514 MK583132 MK542229
Trachylepis maculilabris CAS 249868 KU954513 MK583116 NA
Trachylepis maculilabris CAS 249859 KU954512 MK583114 MK542217

Supplementary Table S1.
(continued from previoust page)
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Trachylepis maculilabris MCZ 188639 MK496143 MK583146 MK542228
Trachylepis maculilabris UTEP 21821 MK496142 NA MK542242
Trachylepis maculilabris UTEP 21820 MK496141 NA MK542259
Trachylepis maculilabris UTEP 21818 MK496140 NA MK542241
Trachylepis maculilabris UTEP 21816 MK496139 NA NA
Trachylepis maculilabris UTEP 21815 MK496138 NA MK542253
Trachylepis maculilabris UTEP 21814 MK496137 NA MK542252
Trachylepis maculilabris UTEP 21801 MK496136 MK583144 MK542244
Trachylepis maculilabris UTEP 21829 MK496135 MK583143 NA
Trachylepis maculilabris UTEP 21828 MK496134 MK583142 MK542248
Trachylepis maculilabris UTEP 21825 MK496133 MK583140 MK542211
Trachylepis maculilabris UTEP 21824 MK496132 MK583141 MK542209
Trachylepis maculilabris UTEP 21827 MK496131 NA MK542214
Trachylepis maculilabris UTEP 21822 MK496130 NA MK542247
Trachylepis maculilabris UTEP 21819 MK496129 MK583139 MK542257
Trachylepis maculilabris UTEP 21817 MK496128 MK583138 MK542216
Trachylepis maculilabris UTEP 21813 MK496127 MK583137 MK542246
Trachylepis maculilabris UTEP 21809 MK496126 MK583136 MK542210
Trachylepis maculilabris UTEP 21808 MK496125 MK583135 NA
Trachylepis maculilabris UTEP 21807 MK496124 MK583134 MK542258
Trachylepis maculilabris UTEP 21806 MK496123 MK583133 NA
Trachylepis maculilabris UTEP 21798 MK496122 MK583130 MK542251
Trachylepis maculilabris UTEP 21826 MK496120 MK583129 NA
Trachylepis maculilabris UTEP 21812 MK496119 MK583127 MK542255
Trachylepis maculilabris UTEP 21811 MK496118 MK583128 MK542239
Trachylepis maculilabris UTEP 21810 MK496117 MK583126 MK542233
Trachylepis maculilabris UTEP 21804 MK496116 MK583125 MK542215
Trachylepis maculilabris UTEP 21803 MK496115 MK583124 MK542254
Trachylepis maculilabris UTEP 21802 MK496114 MK583123 MK542245
Trachylepis maculilabris UTEP 21800 MK496113 MK583122 MK542243
Trachylepis maculilabris UTEP 21799 MK496112 MK583121 MK542234
Trachylepis maculilabris UTEP 21797 MK496111 MK583120 MK542213
Trachylepis maculilabris CAS 253495 MK496109 MK583117 MK542250
Trachylepis maculilabris CAS 253268 MK496108 NA MK542230
Trachylepis maculilabris CAS 249863 MK496107 MK583115 MK542249
Trachylepis maculilabris MVZ 252620 MK496103 MK583112 MK542236
Trachylepis maculilabris MVZ 249747 MK496102 MK583110 MK542225
Trachylepis maculilabris MVZ 249746 MK496101 MK583109 MK542240
Trachylepis maculilabris MVZ 245342 MK496099 MK583106 MK542223
Trachylepis maculilabris BYU 62028 MK496098 NA MK542219
Trachylepis maculilabris BYU 62010 MK496097 MK583119 MK542222
Trachylepis maculilabris BYU 62054 MK496096 MK583105 MK542220
Trachylepis maculilabris BYU 62014 MK496095 MK583104 MK542227
Trachylepis maculilabris BYU 62022 MK496094 MK583103 MK542218
Trachylepis maculilabris BYU 62039 MK496093 MK583102 MK542221
Trachylepis maculilabris BYU 62031 MK496092 MK583101 MK542212
Trachylepis maculilabris BYU 62148 MK496091 MK583100 NA
Trachylepis maculilabris BYU 62101 MK496090 MK583099 MK542231
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Trachylepis maculilabris PEM R-19463 MK792072 MK791975 NA
Trachylepis maculilabris PEM R-5844 MK792018 NA MK791870
Trachylepis maculilabris AMB 9883 MK792017 NA MK791916
Trachylepis maculilabris CAS 256792 KX671801 NA NA
Trachylepis maculilabris CAS 253882 KX671800 NA NA
Trachylepis maculilabris USNM 584344 KY683562 NA NA
Trachylepis maculilabris BYU 573505 KY683561 KY696701 NA
Trachylepis maculilabris MNHN 2000.5200 AY159124 NA NA
Trachylepis maculilabris MNHN 2000.5199 AY159123 NA NA
Trachylepis maculilabris UTEP 21823 NA MK583145 MK542256
Trachylepis maculilabris UTEP 21805 NA MK583131 MK542232
Trachylepis maculilabris UWBM 6045 NA MK583113 NA
Trachylepis maculilabris MCZ 184557 NA MK583098 MK542208
Trachylepis margaritifer ZFMK 68647 AF153575 NA NA
Trachylepis margaritifer PEM R-9745 MK792024 NA MK791874
Trachylepis margaritifer PEM R-5539 MK792023 NA MK791873
Trachylepis margaritifer CAS 234173 MK792022 NA NA
Trachylepis margaritifer CAS 234165 MK792021 NA NA
Trachylepis margaritifer 69Mmarga AY151473 NA NA
Trachylepis margaritifer BYU 47330 DQ238942 NA NA
Trachylepis notabilis MUHNAC/MB03-001357 NA NA PP074207
Trachylepis notabilis MUHNAC/MB03-001355 NA NA PP074206
Trachylepis paucisquamis PEM R-4438 MK792031 NA MK791879
Trachylepis paucisquamis PEM R-4436 MK792030 NA MK791878
Trachylepis paucisquamis UWBM 6041 KX364963 KX365040 NA
Trachylepis paucisquamis UWBM 6042 KY683565 KY696686 NA
Trachylepis paucisquamis UWBM 6043 KY683564 KY696685 NA
Trachylepis polytropis PEM R-5377 MK792033 NA MK791881
Trachylepis polytropis PEM R-5443 MK792032 NA MK791880
Trachylepis polytropis PEM R-15714 KY683558 NA NA
Trachylepis adamastor CAS 238898 KU954511 NA NA
Trachylepis adamastor MUHNAC/MB03-000979 KU954503 NA NA
Trachylepis adamastor MUHNAC/MB03-000957 KU954502 NA NA
Trachylepis adamastor MUHNAC/MB03-000956 KU954501 NA NA
Trachylepis adamastor MUHNAC/MB03-000955 KU954500 NA NA
Trachylepis quinquetaeniata ZFMK 68646 AF153579 NA NA
Trachylepis quinquetaeniata UWBM 6056 MK496151 MK583097 MK542205
Trachylepis quinquetaeniata UWBM 6053 MK496150 MK583096 MK542202
Trachylepis quinquetaeniata MVZ 249790 MK496149 MK583095 MK542207
Trachylepis quinquetaeniata MVZ 249769 MK496148 MK583094 MK542204
Trachylepis quinquetaeniata MVZ 249760 MK496147 MK583091 MK542201
Trachylepis quinquetaeniata MVZ 249765 MK496146 MK583090 MK542200
Trachylepis quinquetaeniata MVZ 249759 MK496145 MK583089 MK542199
Trachylepis quinquetaeniata MVZ 245356 MK496144 MK583092 NA
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Trachylepis quinquetaeniata TJC1372 MK792041 NA MK791909
Trachylepis quinquetaeniata MVZ 249761 KY683557 KY696705 NA
Trachylepis quinquetaeniata MVZ 249768 KY683556 KY696702 NA
Trachylepis quinquetaeniata MVZ 249785 KY683555 KY696703 NA
Trachylepis quinquetaeniata UWBM 6050 KY683554 KY696704 MK542203
Trachylepis quinquetaeniata FMNH 262234 KC621335 NA NA
Trachylepis quinquetaeniata FMNH 262235 DQ238907 NA NA
Trachylepis quinquetaeniata FMNH 262236 DQ238906 NA NA
Trachylepis quinquetaeniata FMNH 262232 DQ238899 NA MK791883
Trachylepis quinquetaeniata BYU 47350 DQ238874 NA NA
Trachylepis quinquetaeniata KUZ 45890 AB028789 NA NA
Trachylepis quinquetaeniata AMNH 109798 NA MK583093 MK542206
Trachylepis sechellensis TRASEY1 MK792042 NA MK791884
Trachylepis thomensis 562 EU164496 NA NA
Trachylepis thomensis 543Neves AY997725 NA NA
Trachylepis thomensis 574LagoaAzul AY997724 NA NA
Trachylepis thomensis 729Rolas AY997723 NA NA
Trachylepis thomensis 503STome AY997722 NA NA
Trachylepis thomensis 539Neves AY997721 NA NA
Trachylepis thomensis 525StCatarina AY997720 NA NA
Trachylepis thomensis 517Santana AY997719 NA NA
Trachylepis thomensis 512Santana AY997718 NA NA
Trachylepis thomensis 511Santana AY997717 NA NA
Trachylepis thomensis 508Santana AY997716 NA NA
Trachylepis thomensis 733PFurada AY997715 NA NA
Trachylepis thomensis 563Rolas AY997714 NA NA
Trachylepis thomensis 506Santana AY997713 NA NA
Trachylepis thomensis MUHNAC/MB03-000963 KU954507 NA MT613961
Trachylepis thomensis MUHNAC/MB03-000962 KU954506 MT613954 MT613965
Trachylepis thomensis MUHNAC/MB03-000961 KU954505 MT613955 MT613967
Trachylepis thomensis MUHNAC/MB03-000960 KU954504 NA NA
Trachylepis thomensis CAS 218722 MK792056 NA MK791890
Trachylepis thomensis CAS 218821 KU954510 NA NA
Trachylepis wrightii MAWR1 AY151472 NA NA
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